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<210> 1 

<211> 810 

<212> DNA- 

<213> Human 

<400> 1 



atggagaacc 


agcctgtgag 


gtggcgggcc 


ctgccaggcc 


tcccacgccc 


tcctgggctc 


60 


cccgcagccc 


cctggctcct 


ccttggcgtg 


ctgctgctgc 


ccgggaccct 


gcgactggca 


120 


ggaggacagt 


cagtgaccca 


caccggcctg 


cccatcatgg 


cctccctggc 


caacacagct 


180 


atctccttca 


gctgcaggat 


cacctatcca 


tacactcccc 


aattcaaggt 


tttcacagtc 


240 


agctactttc 


atgaagatct 


ccagggacag 


aggagcccta 


agaagccaac 


aaactgccac 


300 


cctggactgg 


gcacagagaa 


ccagagccac 


accctggact 


gccaggtcac 


ccttgtgctg 


360 


ccgggagcat 


cggccactgg 


cacctactac 


tgctctgtcc 


actggccaca 


ctccacggtg 


420 


agaggcagcg 


gcaccttcat 


cctggtcaga 


gacgcagggt 


accgagagcc 


cccgcagagt 


480 


ccacagaagc 


tcctgctctt 


tggcttcacc 


ggcctcctga 


gtgtcctgag 


tgtagtgggc 


540 


acggccctgc 


tgctctggaa 


caagaagcgg 


atgcggggtc 


cagggaagga 


ccccaccagg 


600 


aagtgcccag 


atccaagatc 


tgccagcagc 


cccaagcagc 


atccttcaga 


atctgtctac 


660 


acagctctgc 


agcgccgcga 


gaccgaggtc 


tatgcctgca 


tcgagaatga 


ggatggcagc 


720 


tcacccaccg 


ccaagcagag 


ccccctctcc 


caggagagac 


cgcatagatt 


cgaagatgat 


780 


ggcgaactta 


acctggtcta 


tgaaaatctc 








810 



<210> 2 
<211> 270 

<212> PRT 
<213> Human 
<220> 

<221> Extracellular Ig-domain 
<222> (43).. (150) 
<223> 
<400> 2 

Met Glu Asn Gin Pro Val Arg Trp Arg Ala Leu Pro Gly Leu Pro Arg 

15 10 15 

Pro Pro Gly Leu Pro Ala Ala Pro Trp Leu Leu Leu Gly Val Leu Leu 

20 25 30 

Leu Pro Gly Thr Leu Arg Leu Ala Gly Gly Gin Ser Val Thr His Thr 
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35 40 45 

Gly Leu Pro lie Met Ala Ser Leu Ala Asn Thr Ala lie Ser Phe Ser 

50 55 60 

Cys Arg lie Thr Tyr Pro Tyr Thr Pro Gin Phe Lys Val Phe Thr Val 
65 70 75 80 

Ser Tyr Phe His Glu Asp Leu Gin Gly Gin Arg Ser Pro Lys Lys Pro 

85 90 95 

Thr Asn Cys His Pro Gly Leu Gly Thr Glu Asn Gin Ser His Thr Leu 

100 105 110 

Asp Cys Gin Val Thr Leu Val Leu Pro Gly Ala Ser Ala Thr Gly Thr 

115 120 125 

Tyr Tyr Cys Ser Val His Trp Pro His Ser Thr Val Arg Gly Ser Gly 

130 135 140 

Thr Phe lie Leu Val Arg Asp Ala Gly Tyr Arg Glu Pro Pro Gin Ser 
145 150 155 160 

Pro Gin Lys Leu Leu Leu Phe Gly Phe Thr Gly Leu Leu Ser Val Leu 

165 170 175 

Ser Val Val Gly Thr Ala Leu Leu Leu Trp Asn Lys Lys Arg Met Arg 

180 185 190 

Gly Pro Gly Lys Asp Pro Thr Arg Lys Cys Pro Asp Pro Arg Ser Ala 

195 200 205 

Ser Ser Pro Lys Gin His Pro Ser Glu Ser Val Tyr Thr Ala Leu Gin 

210 215 220 

Arg Arg Glu Thr Glu Val Tyr Ala Cys lie Glu Asn Glu Asp Gly Ser 
225 230 235 240 

Ser Pro Thr Ala Lys Gin Ser Pro Leu Ser Gin Glu Arg Pro His Arg 

245 250 255 

Phe Glu Asp Asp Gly Glu Leu Asn Leu Val Tyr Glu Asn Leu 
260 265 270 
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